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STKL HUCUL

Lokus Na Ne Ho Na Ne Ho

AHT4 7 H,J,K,M,N,O,P 4.871 | 0.794 11 FH,LJ,K,.LLM,N,O,PR 6.330 | 0.839
AHTS 6 J,K,.L,M, N,O 3.663 | 0.688 7 H,J,K,L,M,N,O 5.018 | 0.788
HMS1 4 1L,J,M,N 2.139 | 0.542 7 l,J,K,LLM,N,Q 2.708 | 0.597
HMS2 6 H,1,K,L,M,R 3.471 | 0.740 8 H,I,J,K,.LLM,PR 4.585 | 0.781
HMS3 7 I,LM,N,O0,P,Q,R 3.623 | 0.767 8 I,M,N,0,P.Q,R,S 5.193 | 0.884
HMS6 5 K,L,M,O,P 3.168 | 0.696 6 K,L,M,N,O,P 3.070 | 0.701
HMS7 6 J,K,.L,M,N,0 3.548 | 0.700 7 J,K,.LLM,N,0,Q 2.731 | 0.607
HTG4 5 K,L,M,N,O 4.378 | 0.711 6 K,L,M,N,O,P 3.958 | 0.797
HTG6 5 G,1,J,M,0 2.056 | 0.522 8 G,,J,M,N,O,PR 2.262 | 0.539
HTG7 4 K,M,N,O 1.830 | 0.390 5 |,K,M,N,O 2.556 | 0.582
HTG10 9 ILK.LM,O,PR,S,T | 2.916 | 0.706 10 IK,L,M,N,O,PQ,R,S 3.848 | 0.798
VHL20 7 I,L,M,N,P,Q,R 6.238 | 0.813 10 l,J,K,LLM,N,0,P,Q,R 7.173 | 0.848
ASB2 6 I,K,M,N,0,Q 4.985 | 0.797 10 B,,J,K,M,N,0,P,Q,R 4.645 | 0.794
ASB17 9 FH,LKM,N,O,Q,R | 4.093 | 0.755 14 FG,,J,KM,N,O,PQRSTW | 5.761 | 0.767
ASB23 7 G,,J,L,R,S,U 4.292 | 0.778 10 H,l,J,K,.LLQ,R,S,T,U 5.547 | 0.917
CA425 5 J,LLM,N,0O 2.365 | 0.610 11 F,G,H,I,J,K,LLM,N,O,P 5.117 | 0.828
LEX3 5 J,K,.L,M,N 2.616 | 0.502 9 FH,LK,L,M,N,O,P 4.553 | 0.522

Na — pocet alel

Ne — efektivni pocet alel

Ho — skute¢na heterozygotnost

Analyzované soubory: starokladrubsky kdn (STKL, 253 ks), huculsky ki (HUCUL 429 ks). NejvysSi skuteCna heterozygotnost byla
nalezena u plemene STKL v lokusu VHL20 0,81, u plemene HUCUL v lokusu ASB23 0,92. Nejnizsi skutecna heterozygotnost u plemene
STKL v lokusu HTG7 0,39, u plemene HUCUL v lokusu HTG6 0,54.



Stanoveni 17 MS lokusU koni — ukazka vystupu z automatického analyzatoru DNA
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